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<210> 1 
<211> 900 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> (1) ./ (900) 



<400> 1 

atg agg ,gcg ctg gag ggg cca ggc ctg teg ctg ctg tgc ctg gtg ttg 

Met Arg/Ala Leu Glu Gly Pro Gly Leu Ser Leu Leu Cys Leu Val Leu 
1/5 10 15 



48 



gcg ctg cct gcc ctg ctg ccg gtg ccg get gta cgc gga gtg gca gaa 
Ala Leu Pro Ala Leu Leu Pro Val Pro Ala Val Arg Gly Val Ala Glu 
20 25 30 



aca ccc acc tac ccc tgg egg gac gca gag aca ggg gag egg ctg glzTg 
Thr Pro Thr Tyr Pro Trp Arg Asp Ala Glu Thr Gly Glu Arg Leu ^al 
35 40 45 



144 



tgc gcc cag tgc ccc cca ggc acc ttt gtg cag egg ccg tgc £gc cga 
Cys Ala Gin Cys Pro Pro Gly Thr Phe Val Gin Arg Pro Cys/Arg Arg 
50 55 60 



192 



gac age ccc acg acg tgt ggc ccg tgt cca ccg cgc cac/tac acg cag 
Asp Ser Pro Thr Thr Cys Gly Pro Cys Pro Pro Arg HLs Tyr Thr Gin 
65 70 75 / 80 



240 



ttc tgg aac tac ctg gag cgc tgc cgc tac tgc aa</ gtc etc tgc ggg 
Phe Trp Asn Tyr Leu Glu Arg Cys Arg Tyr Cys Asn Val Leu Cys Gly 
85 90 / 95 



288 



gag cgt gag gag gag gca egg get tgc cac 
Glu Arg Glu Glu Glu Ala Arg Ala Cys His 
100 105 



tgc cgc tgc cgc acc ggc ttc ttc gcg 
Cys Arg Cys Arg Thr Gly Phe Phe Ala 
115 120 




g<pe acc cac aac cgt gcc 
a Thr His Asn Arg Ala 
110 



c get ggt ttc tgc ttg gag 
is Ala Gly Phe Cys Leu Glu 
125 



cac gca teg tgt cca cct ggt gcc ggc gtg att gcc ccg ggc acc ccc 
His Ala Ser Cys : Pro Pro Gly Ala/Gly Val lie Ala Pro Gly Thr Pro 
130 135 / 140 



336 



384 



432 



age cag aac acg cag tgc cag/ccg tgc ccc cca ggc acc ttc tea gcc 
Ser Gin Asn Thr Gin Cys Gin Pro Cys Pro Pro Gly Thr Phe Ser Ala 
145 150 / 155 160 



480 



age age tec age tea gag' cag tgc cag ccc cac cgc aac tgc acg gcc 
Ser Ser Ser Ser Ser Gl>u Gin Cys Gin Pro His Arg Asn Cys Thr Ala 
165 / 170 175 



528 



ctg ggc ctg gcc etc aat gtg cca ggc tct tec tec cat gac acc ctg 
Leu Gly Leu Ala Leu Asn Val Pro Gly Ser Ser Ser His Asp Thr Leu 
180 / 185 190 



576 



tgc acc age tgc act ggc ttc ccc etc age acc agg gta cca gga get 
Cys Thr Ser Cys Thr Gly Phe Pro Leu Ser Thr Arg Val Pro Gly Ala 
195/ 200 205 



624 



gag gag tgt gag cgt gcc gtc ate gac ttt gtg get ttc cag gac ate 
Glu Glu Cys Glu Arg Ala Val lie Asp Phe Val Ala Phe Gin Asp lie 
210/ 215 220 



672 



tec a,tc aag agg ctg cag egg ctg ctg cag gcc etc gag gcc ccg gag 
Ser lie Lys Arg Leu Gin Arg Leu Leu Gin Ala Leu Glu Ala Pro Glu 
225/ 230 235 240 



720 



ggc tgg ggt ccg aca cca agg gcg ggc cgc gcg gcc ttg cag ctg aag 
Gly Trp Gly Pro Thr Pro Arg Ala Gly Arg Ala Ala Leu Gin Leu Lys 
245 250 255 



768 



ctg cgt egg egg etc acg gag etc ctg ggg gcg cag gac ggg gcg ctg 
Leu Arg Arg Arg Leu Thr Glu Leu Leu Gly Ala Gin Asp Gly Ala Leu 
260 265 270 



816 



-2- 



ctg gtg egg ctg ctg cag gcg ctg cgc gtg gec agg atg ccc ggg ctg 

Leu Val Arg Leu Leu Gin Ala Leu Arg Val Ala Arg Met Pro Gly 

275 280 285 

gag egg age gtc cgt gag cgc ttc etc cct gtg cac 

Glu Arg Ser Val Arg Glu Arg Phe Leu Pro Val His 

290 295 300 



<210> 2 
<211> 300 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Arg Ala Leu Glu Gly Pro Gly Leu Ser Leu Leu Cys Leu Val Leu 
1 5 10/15 




Ala Leu Pro Ala Leu Leu Pro Val Pro Ala Vad Arg Gly Val Ala Glu 

20 25 / 30 

Thr Pro Thr Tyr Pro Trp Arg Asp Ala Glu Thr Gly Glu Arg Leu Val 

35 40 / 45 

Cys Ala Gin Cys Pro Pro Gly Thr Phe/Val Gin Arg Pro Cys Arg Arg 

50 55 / 60 

Asp Ser Pro Thr Thr Cys Gly Pro/tys Pro Pro Arg His Tyr Thr Gin 

65 70 / 75 80 

Phe Trp Asn Tyr Leu Glu Arg/£ys Arg Tyr Cys Asn Val Leu Cys Gly 

85 // 90 95 

Glu Arg Glu Glu Glu Ala Xrg Ala Cys His Ala Thr His Asn Arg Ala 

100 / 105 110 

Cys Arg Cys Arg Thr Gft_y Phe Phe Ala His Ala Gly Phe Cys Leu Glu 

115 / 120 125 

His Ala Ser Cys P/o Pro Gly Ala Gly Val lie Ala Pro Gly Thr Pro 

130 / 135 140 

Ser Gin Asn Th/' Gin Cys Gin Pro Cys Pro Pro Gly Thr Phe Ser Ala 

145 /' 150 155 160 

Ser Ser Ser/ser Ser Glu Gin Cys Gin Pro His Arg Asn Cys Thr Ala 

7 165 170 175 

Leu Gly lAu Ala Leu Asn Val Pro Gly Ser Ser Ser His Asp Thr Leu 

180 185 190 

Cys Thy Ser Cys Thr Gly Phe Pro Leu Ser Thr Arg Val Pro Gly Ala 

195 200 205 



GluAGlu Cys Glu Arg Ala Val lie Asp Phe Val Ala Phe Gin Asp lie 
V 210 215 220 



/ 



Sjsr lie Lys Arg Leu Gin Arg Leu Leu Gin Ala Leu Glu Ala Pro Glu 
125 230 235 240 



Gly Trp Gly Pro Thr Pro Arg Ala Gly Arg Ala Ala Leu Gin Leu Lys 
245 250 255 



-3- 



Leu Arg Arg Arg Leu Thr Glu Leu Leu Gly Ala Gin Asp Gly Alar Leu 
260 265 270 

Leu Val Arg Leu Leu Gin Ala Leu Arg Val Ala Arg Met Prj/ Gly Leu 
275 280 285 

Glu Arg Ser Val Arg Glu Arg Phe Leu Pro Val His 
290 295 300 



<210> 3 

<211> 936 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> (25) 



(924) 



<400> 3 

gctctccctg ctccagcaag gacc atg acxg gcg ctg gag ggg cca ggc ctg 

Met Atg Ala Leu Glu Gly Pro Gly Leu 
1 / 5 



51 



teg ctg ctg tgc ctg gtg ttg a'cg ctg cct gec ctg ctg ccg gtg ccg 
Ser Leu Leu Cys Leu Val Leu/Ala Leu Pro Ala Leu Leu Pro Val Pro 
10 15 / 20 25 



99 



get gta cgc gga gtg gca igaa aca ccc acc tac ccc tgg egg gac gca 
Ala Val Arg Gly Val Ala/Glu Thr Pro Thr Tyr Pro Trp Arg Asp Ala 
• 30 / 35 40 



14 7 



gag aca ggg gag egg £tg gtg tgc gec cag tgc ccc cca ggc acc ttt 
Glu Thr Gly Glu Arg/Leu Val Cys Ala Gin Cys Pro Pro Gly Thr Phe 
45 / 50 55 



195 



gtg cag egg ccg tzgc cgc cga gac age ccc acg acg tgt ggc ccg tgt 
Val Gin Arg Pro/cys Arg Arg Asp Ser Pro Thr Thr Cys Gly Pro Cys 
60 / 65 70 



243 



cca ccg cgc cac tac acg cag ttc tgg aac tac ctg gag cgc tgc cgc 
Pro Pro Arg His Tyr Thr Gin Phe Trp Asn Tyr Leu Glu Arg Cys Arg 
75 / 80 85 



291 



tac tgc aa'c gtc etc tgc ggg gag cgt gag gag gag gca egg get tgc 
Tyr Cys Asn Val Leu Cys Gly Glu Arg Glu Glu Glu Ala Arg Ala Cys 
90 / 95 100 105 



339 



cac gcc£ acc cac aac cgt gee tgc cgc tgc cgc acc ggc ttc ttc gcg 
His Al4 Thr His Asn Arg Ala Cys Arg Cys Arg Thr Gly Phe Phe Ala 
110 115 120 



387 



cac /get ggt ttc tgc ttg gag cac gca teg tgt cca cct ggt gec ggc 
His/ Ala Gly Phe Cys Leu Glu His Ala Ser Cys Pro Pro Gly Ala Gly 
125 130 135 



435 



/tg att gec ccg ggc acc ccc age cag aac acg cag tgc cag ccg tgc 
/al lie Ala Pro Gly Thr Pro Ser Gin Asn Thr Gin Cys Gin Pro Cys 
140 145 150 



483 



ccc cca ggc acc ttc tea gec age age tec age tea gag cag tgc cag 
Pro Pro Gly Thr Phe Ser Ala Ser Ser Ser Ser Ser Glu Gin Cys Gin 
155 160 165 



531 



-4- 



ccc cac cgc aac tgc acg gcc ctg ggc ctg gcc etc att gtg cca ggc 
Pro His Arg Asn Cys Thr Ala Leu Gly Leu Ala Leu lie Val Pro Gly 
170 175 180 185 



tct tec tec cat gac acc ctg tgc acc age tgc act ggc ttc ccc etc 
Ser Ser Ser His Asp Thr Leu Cys Thr Ser Cys Thr Gly Phe Pro L5 
190 195 200 



627 



age acc agg gta cca gga get gag gag tgt gag cgt gcc gtc afrfc gac 
Ser Thr Arg Val Pro Gly Ala -Glu Glu Cys Glu Arg Ala Val j/le Asp 
205 210 215> 



675 



ttt gtg get ttc cag gac ate tec ate aag agg ctg cag 
Phe Val Ala Phe Gin Asp lie Ser lie Lys Arg Leu Gin 
220 225 23C ' 



Vrg 



g ctg ctg 
Leu Leu 



723 



cag gcc etc gag gcc ccg gag ggc tgg get ccg aca crca agg gcg ggc 
Gin Ala Leu Glu Ala Pro Glu Gly Trp Ala Pro Thr/Pro Arg Ala Gly 
235 240 2< 



771 



cgc gcg gcc ttg cag ctg aag ctg cgt egg egg yfctc acg gag etc ctg 

Arg Ala Ala Leu Gin Leu Lys Leu Arg Arg Arg: Leu Thr Glu Leu Leu 
250 255 2€fo 265 

ggg gcg cag gac ggg gcg ctg ctg gtg egg/ ctg ctg cag gcg ctg cgc 

Gly Ala Gin Asp Gly Ala Leu Leu Val Ai?<j Leu Leu Gin Ala Leu Arg 

270 2^75 280 



Val Ala Arg 



gtg gcc agg atg ccc ggg ctg gag <zqjq age gtc cgt gag cgc ttc etc 
^rg Met Pro Gly Leu Glu Arg Ser Val Arg Glu Arg Phe Leu 



285 

cct gtg cac tgatcctggc cc 
Pro Val His 
300 




295 



<210> 4 

<211> 300 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Arg Ala Leu Gl'u Gly Pro Gly Leu Ser Leu Leu Cys 
1 / 5 10 



Leu Val Leu 
15 



819 



867 



915 



936 



Ala Leu Pro Al,a Leu Leu Pro Val Pro Ala Val Arg Gly Val Ala Glu 
20 25 30 

Thr Pro Thr/Tyr Pro Trp Arg Asp Ala Glu Thr Gly Glu Arg Leu Val 
35 40 45 

Cys Ala Gin Cys Pro Pro Gly Thr Phe Val Gin Arg Pro Cys Arg Arg 
50/ 55 60 

Asp Sex Pro Thr Thr Cys Gly Pro Cys Pro Pro Arg His Tyr Thr Gin 
65 / 70 75 80 

Phe/Trp Asn Tyr Leu Glu Arg Cys Arg Tyr Cys Asn Val Leu Cys Gly 
85 90 95 



G/u Arg Glu Glu Glu Ala Arg Ala Cys His Ala Thr His Asn Arg Ala 
100 105 110 



-5- 



Cys Arg Cys Arg Thr Gly Phe Phe Ala His Ala Gly Phe 
115 120 125 

His Ala Ser Cys Pro Pro Gly Ala Gly Val lie Ala Pro 
130 135 140 

Ser Gin Asn Thr Gin Cys Gin Pro Cys Pro Pro Gly Thr 
145 150 155 

Ser Ser Ser Ser Ser Glu Gin Cys Gin Pro His Arg Asln 
165 170 

Leu Gly Leu Ala Leu lie Val Pro Gly Ser Ser Set His 
180 185 

Cys Thr Ser Cys Thr Gly Phe Pro Leu Ser Th4: Arg Val 
195 200 / 205 

Glu Glu Cys Glu Arg Ala Val lie Asp PhfcT Val Ala Phe 
210 215 / 220 

Ser lie Lys Arg Leu Gin Arg Leu Lei/ Gin Ala Leu Glu 
225 230 / 235 

Gly Trp Ala Pro Thr Pro Arg Ala/Gly Arg Ala Ala Leu 
245 / 250 

Leu Arg Arg Arg Leu Thr Glu /leu Leu Gly Ala Gin Asp 
260 / 265 



Cys Leu Glk 

Gly Th/t Pro 

PJ^e Ser Ala 
160 

Cys Thr Ala 
175 

Asp Thr Leu 
190 

Pro Gly Ala 

Gin Asp lie 



Ala Pro Glu 
240 

Gin Leu Lys 
255 

Gly Ala Leu 
270 



Leu Val Arg Leu : Leu Gin Xla Leu Arg Val Ala Arg Met Pro Gly Leu 

275 / 280 285 

Glu Arg Ser Val Arg ofu Arg Phe Leu Pro Val His 

290 / 295 300 



<210> 5 
<211> 813 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> (1) ./. (813) 

<400> 5 / 

gtg gca/ gaa aca ccc acc tac ccc tgg egg gac gca gag aca ggg gag 

Val Ali Glu Thr Pro Thr Tyr Pro Trp Arg Asp Ala Glu Thr Gly Glu 

1/5 10 15 



48 



egg/ctg gtg tgc gec cag tgc ccc cca ggc acc ttt gtg cag egg ccg 
Ar/ Leu Val Cys Ala Gin Cys Pro Pro Gly Thr Phe Val Gin Arg Pro 
20 25 30 



96 



tgc cgc cga gac age ccc acg acg tgt ggc ccg tgt cca ccg cgc cac 
Cys Arg Arg Asp Ser Pro Thr Thr Cys Gly Pro Cys Pro Pro Arg His 
35 40 45 . 



144 



tac acg cag ttc tgg aac tac ctg gag cgc tgc cgc tac tgc aac gtc 
Tyr Thr Gin Phe Trp Asn Tyr Leu Glu Arg Cys Arg Tyr Cys Asn Val 
50 55 60 



192 



-6- 



# 



etc tgc ggg gag cgt gag gag gag gca egg get tgc cac gec acc cac 
Leu Cys Gly Glu Arg Glu Glu Glu Ala Arg Ala Cys His Ala Thr 
65 70 75 



240 



aac cgt gec tgc cgc tgc cgc acc ggc ttc ttc gcg cac get gg£ ttc 
Asn Arg Ala Cys Arg Cys Arg Thr Gly Phe Phe Ala His Ala 5ly Phe 
85 90 / 95 



288 



tgc ttg gag cac gca teg tgt cca cct ggt gee ggc gtg Att. gee ccg 
Cys Leu Glu His Ala Ser Cys Pro Pro Gly Ala Gly Vaj/lle Ala Pro 
100 105 / 110 



336 



ggc acc ccc age cag aac acg cag tgc cag ccg tgof ccc cca ggc acc 
Gly Thr Pro Ser Gin Asn Thr Gin Cys Gin Pro C#s Pro Pro Gly Thr 
115 120 / 125 



384 



ttc tea gec age age tec age tea gag cag t#c cag ccc cac cgc aac 
Phe Ser Ala Ser Ser Ser Ser Ser Glu Gin jcys Gin Pro His Arg Asn 
130 135 / 140 



432 



tgc acg gee ctg ggc ctg gec etc aat 
Cys Thr Ala Leu Gly Leu Ala Leu Asry 
145 150 



ftg cca ggc tct tec tec cat 
/al Pro Gly Ser Ser Ser His 
155 160 



480 



gac acc ctg tgc acc age tgc act yfjgc ttc ccc etc age acc agg gta 
Asp Thr Leu Cys Thr Ser Cys Thir Gly Phe Pro Leu Ser Thr Arg Val 
165 / 170 . 175 



528 



cca gga get gag gag tgt gac 
Pro Gly Ala Glu Glu Cys G] ' 
180 : 



cgt gee gtc ate gac ttt gtg get ttc 
Arg Ala Val lie Asp Phe Val Ala Phe 
185 190 



576 



cag gac ate tec ate 
Gin Asp lie Ser lie 
195 



agg ctg cag egg ctg ctg cag gee etc gag 
Arg Leu Gin Arg Leu Leu Gin Ala Leu Glu 
200 205 



624 



gec ccg gag ggc tdg ggt ccg aca cca agg gcg ggc cgc gcg gee ttg 
Ala Pro Glu Gly Trp Gly Pro Thr Pro Arg Ala Gly Arg Ala Ala Leu 
210 / 215 220 



672 



cag ctg aag 
Gin Leu Lys 
225 




ggg gcg 
Gly Ala 



g cgt egg egg etc acg gag etc ctg ggg gcg cag gac 
eu Arg Arg Arg Leu Thr Glu Leu Leu Gly Ala Gin Asp 
230 235 240 



g ctg gtg egg ctg ctg cag gcg ctg cgc gtg gee agg atg 
Leu Val Arg Leu Leu Gin Ala Leu Arg Val Ala Arg Met 
245 250 255 



Jg ctg gag egg age gtc cgt gag cgc ttc etc cct gtg cac 
ily Leu Glu Arg Ser Val Arg Glu Arg Phe Leu Pro Val His 
260 265 270 



720 



768 



813 



210> 6 

211> 271 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Val Ala Glu Thr Pro Thr Tyr Pro Trp Arg Asp Ala Glu Thr Gly Glu 
15 10 15 



Arg Leu Val Cys Ala Gin Cys Pro Pro Gly Thr Phe Val Gin Arg Pro 
20 25 30 



-7- 



Cys Arg Arg Asp Ser Pro Thr Thr Cys Gly Pro Cys Pro Pro Arg Hi^ 
35 40 45 

Tyr Thr Gin Phe Trp Asn Tyr Leu Glu Arg Cys Arg Tyr Cys As]/ Val 
50 55 60 

Leu Cys Gly Glu Arg Glu Glu Glu Ala Arg Ala Cys His Ala/ Thr His 
65 70 75 / 80 

Asn Arg Ala Cys Arg Cys Arg Thr Gly Phe Phe Ala His/Ala Gly Phe 
85 90 / 95 

Cys Leu Glu His Ala Ser Cys Pro Pro Gly Ala Gly /Val lie Ala Pro 
100 105 / 110 

Gly Thr Pro Ser Gin Asn Thr Gin Cys Gin Pro j£ys Pro Pro Gly Thr 
115 120 / 125 

Phe Ser Ala Ser Ser Ser Ser Ser Glu Gin Oys Gin Pro His Arg Asn 
130 135 / 140 

Cys Thr Ala Leu Gly Leu Ala Leu Asn Va\L Pro Gly Ser Ser Ser His 
145 150 / 155 160 

Asp Thr Leu Cys Thr Ser Cys Thr Gl# Phe Pro Leu Ser Thr Arg Val 
165 / 170 175 

Pro Gly Ala Glu Glu Cys Glu Arcf Ala Val lie Asp Phe Val Ala Phe 
180 / 185 190 

Gin Asp lie Ser lie Lys Arg/Leu Gin Arg Leu Leu Gin Ala Leu Glu 
195 / 200 205 

Ala Pro Glu Gly Trp Gly /Pro Thr Pro Arg Ala Gly Arg Ala Ala Leu 
210 7215 220 

Gin Leu Lys Leu Arg Arg Arg Leu Thr Glu Leu Leu Gly Ala Gin Asp 
225 /230 235 240 

Gly Ala Leu Leu vdl Arg Leu Leu Gin Ala Leu Arg Val Ala Arg Met 
f4 5 250 255 



Pro Gly Leu GLd Arg Ser Val Arg Glu Arg Phe Leu Pro Val His 
2,60 265 270 



<210> 


1 


<211> 


825/ 


<212> 


DNA 


<213> 


Hotno 


<220> 




<221>/ 


CDS 


<222> 


(1) • 


<$qo> 


7 



(813) 



gca gaa aca ccc acc tac ccc tgg egg gac gca gag aca ggg gag 
il Ala Glu Thr Pro Thr Tyr Pro Trp Arg Asp Ala Glu Thr Gly Glu 
5 10 15 



48 



'egg ctg gtg tgc gec cag tgc ccc cca ggc acc ttt gtg cag egg ccg 
Arg Leu Val Cys Ala Gin Cys Pro Pro Gly Thr Phe Val Gin Arg Pro 
20 25 30 



96 



-8- 



tgc cgc cga gac age ccc acg acg tgt ggc ccg tgt cca ccg cgc cac 
Cys Arg Arg Asp Ser Pro Thr Thr Cys Gly Pro Cys Pro Pro Arg His^ 
35 40 45 



144 



tac acg cag ttc tgg aac tac ctg gag cgc tgc cgc tac tgc aac/gtc 
Tyr Thr Gin Phe Trp Asn Tyr Leu Glu Arg Cys Arg Tyr Cys Kfh Val 
50 55 60 



192 



etc tgc ggg gag cgt gag gag gag gca egg get tgc cac gefc acc cac 
Leu Cys Gly Glu Arg Glu Glu Glu Ala Arg Ala Cys His iaa Thr His 
65 70 75 / 80 



240 



aac cgt gec tgc cgc tgc cgc acc ggc ttc ttc gcg ycac get ggt ttc 
Asn Arg Ala Cys Arg Cys Arg Thr Gly Phe Phe Ala/ His Ala Gly Phe 
85 90 / 95 



288 



tgc ttg gag cac gca teg tgt cca cct ggt gee/ ggc gtg att gec ccg 
Cys Leu Glu His Ala Ser Cys Pro Pro Gly Al/k Gly Val lie Ala Pro 
100 105 / 110 



336 



ggc acc ccc age cag aac acg cag tgc 
Gly Thr Pro Ser Gin Asn Thr Gin Cys 
115 120 



ccg tgc ccc cca ggc acc 
fin Pro Cys Pro Pro Gly Thr 
125 



384 



ttc tea gee age age tec age tea efag cag tgc cag ccc cac cgc aac 
Phe Ser Ala Ser Ser Ser Ser Ser/ Glu Gin Cys Gin Pro His Arg Asn 
130 135 / 140 



432 



tgc acg gee ctg ggc ctg gcc/ctc aat gtg cca ggc tct tec tec cat 
Cys Thr Ala Leu 'Gly Leu Aia Leu Asn Val Pro Gly Ser Ser Ser His 
145 150 / 155 160 



480 



gac acc ctg tgc acc agy tgc act ggc ttc ccc etc age acc agg gta 
Asp Thr Leu Cys Thr Spr Cys Thr Gly Phe Pro Leu Ser Thr Arg Val 
165 / 170 175 



528 



cca gga get gag ga6 tgt gag cgt gee gtc ate gac ttt gtg get ttc 
Pro Gly Ala Glu Glu Cys Glu Arg Ala Val He Asp Phe Val Ala Phe 
180 / 185 190 



576 



cag gac ate tec ate aag agg ctg cag egg ctg ctg cag gee etc gag 
Gin Asp He Ser He Lys Arg Leu Gin Arg Leu Leu Gin Ala Leu Glu 
195 / 200 205 



624 



gee ccg gacf ggc tgg get ccg aca cca agg gcg ggc cgc gcg gee ttg 
Ala Pro GIAj Gly Trp Ala Pro Thr Pro Arg Ala Gly Arg Ala Ala Leu 
210 / 215 220 



672 



cag ctgV aag ctg cgt egg egg etc acg gag etc ctg ggg gcg cag gac 
Gin Le^t Lys Leu Arg Arg Arg Leu Thr Glu Leu Leu Gly Ala Gin Asp 
225 / 230 235 240 



720 



ggg/gcg ctg ctg gtg egg ctg ctg cag gcg ctg cgc gtg gee agg atg 
Gly Ala Leu Leu Val Arg Leu Leu Gin Ala Leu Arg Val Ala Arg Met 
245 250 255 



768 



:c ggg ctg gag egg age gtc cgt gag cgc ttc etc cct gtg cac 
>ro Gly Leu Glu Arg Ser Val Arg Glu Arg Phe Leu Pro Val His 
260 265 270 



813 



tgatcctggc cc 



325 



-9- 



<210> 8 
<211> 271 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Val Ala Glu Thr Pro Thr Tyr Pro Trp Arg Asp Ala Glu Thr Gly GJ 
15 10 15 

Arg Leu Val Cys Ala Gin Cys Pro Pro Gly Thr Phe Val Gin Afg Pro 
20 25 30> 

Cys Arg Arg Asp Ser Pro Thr Thr Cys Gly Pro Cys Pro ^ro Arg His 
35 40 45/ 

Tyr Thr Gin Phe Trp Asn Tyr Leu Glu Arg Cys Arg Tyr Cys Asn Val 
50 55 60/ 

Leu Cys Gly Glu Arg Glu Glu Glu Ala Arg Ala C^s His Ala Thr His 
65 70 7 5/ 80 

Asn Arg Ala Cys Arg Cys Arg Thr Gly Phe Bne Ala His Ala Gly Phe 
85 90/ 95 

Cys Leu Glu His Ala Ser Cys Pro Pro G^y Ala Gly Val lie Ala Pro 
100 105 / 110 

Gly Thr Pro Ser Gin Asn Thr Gin Cys Gin Pro Cys Pro Pro Gly Thr 
115 120 / 125 

Phe Ser Ala Ser 'Ser Ser Ser Se'r Glu Gin Cys Gin Pro His Arg Asn 
130 135 / 140 

Cys Thr Ala Leu Gly Leu Ala Leu Asn Val Pro Gly Ser Ser Ser His 
145 150 / 155 160 

Asp Thr Leu Cys Thr Ser Cys Thr Gly Phe Pro Leu Ser Thr Arg Val 
165 / 170 175 

Pro Gly Ala Glu Glu/ Cys Glu Arg Ala Val lie Asp Phe Val Ala Phe 
180 ^ 185 190 

Gin Asp lie Ser/Ele Lys Arg Leu Gin Arg Leu Leu Gin Ala Leu Glu 
195 / 200 205 

Ala Pro Glu Gly Trp Ala Pro Thr Pro Arg Ala Gly Arg Ala Ala Leu 
210 / 215 220 

Gin Leu Lys Leu Arg Arg Arg Leu Thr Glu Leu Leu Gly Ala Gin Asp 
225 / 230 235 240 

Gly Ala' Leu Leu Val Arg Leu Leu Gin Ala Leu Arg Val Ala Arg Met 
^/ 245 250 255 

Pro /Gly Leu Glu Arg Ser Val Arg Glu Arg Phe Leu Pro Val His 
260 265 270 



!10> 9 
.£211> 8 
'<212> PRT 

<213> Artificial Sequence 



-10- 



<220> 

<223> Description of Artificial Sequence: Polypeptide 
<400> 9 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 



<210> 10 
<211> 59 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence^/ Primer 
<400> 10 

tagggctgat caaggatggg cttctggact tggo^ggccc ctccgcaggc ggaccgggg 59 



<210> 11 
<211> 66 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 11 

aggggggcgg ccgctgatca /cacttgtcg tcgtcgtcct tgtagtcgtg cacagggagg 60 



aagcgc 



66 



<210> 12 
<211> 37 
<212> DNA 

<213> Artifici/al Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 



<400> 12 

gaagatctytc tttgatcaag gatgggcttc tggactt 



37 



<210>/13 
<21l/ 37 
<217> DNA 

<22/3> Artificial Sequence 
<l20> 

:223> Description of Artificial Sequence: Primer 



<400> 13 

ggactagtcc tgatcatcac ttgtcgtcgt cgtcctt 



37 



-11- 



X-12915 




1/2 
FIG. 2 

ptccctg ctccagcaag gacc atg agg gcg ctg gag ggg cca ggc ctg 

Met Arg Ala Leu Glu Gly Pro Gly Leu 
1 5 



teg ctg > 
Ser Leu 
10 



get gta cgc 
Ala Val Arg 



tgc ctg gtg ttg gcg ctg cct gec ctg ctg ccg gtg ccg 
Cys Leu Val Leu Ala Leu Pro Ala Leu Leu Pro Val Pro 
15 20 25 



gtg gca gaa aca ccc ace tac ccc tgg egg gac gca 
Val Ala Glu Thr Pro Thr Tyr Pro Trp Arg Asp Ala 
30 35 40 



gag aca ggg gag cf 
Glu Thr Gly Glu 
45 



gtg cag egg ccg tgc c£ 
Val Gin Arg Pro Cys 
60 




ctg gtg tgc gee cag tgc ccc cca ggc acc ttt 
Leu Val Cys Ala Gin Cys Pro Pro Gly Thr Phe 
50 55 



cga gac age ccc acg acg tgt ggc ccg tgt 
Arg Asp Ser Pro Thr Thr Cys Gly Pro Cys 
65 70 



51 



99 



147 



195 



243 



cca ccg cgc cac tac acg ca^g ttc tgg aac tac ctg gag cgc tgc cgc 
Pro Pro Arg His Tyr Thr Gln\Phe* Trp Asn Tyr Leu Glu Arg Cys Arg 
75. SO \^\ I 85 



tac tgc aac gtc etc tgc ggg ga; 
Tyr Cys Asn Val Leu Cys Gly Glj 
90 95 




gt gag gag gag gca egg get tgc 
rg Glu Glu Glu Ala Arg Ala Cys 
100 105 



cac gec acc cac aac cgt gee tgc cgcVtgc cgc acc ggc ttc ttc gcg 

His Ala Thr His Asn Arg Ala Cys Arg \ys Arg Thr Gly Phe Phe Ala 

110 1\5 120 

cac get ggt ttc tgc ttg gag cac gca tcg\tgt cca cct ggt gee ggc 

His Ala Gly Phe Cys Leu Glu His Ala Ser <Sys Pro Pro Gly Ala Gly 
125 130 \ 135 

gtg att gee ccg ggc acc ccc age cag aac acg\ag tgc cag ccg tgc 

Val lie Ala Pro Gly Thr Pro Ser Gin Asn Thr G\n Cys Gin Pro Cys 
140 145 \ 150 



291 



339 



387 



435 



483 



ccc cca ggc acc ttc tea gec age age tec age tea gag cag tgc cag 
Pro Pro Gly Thr Phe Ser Ala Ser Ser Ser Ser Ser Gl^ Gin Cys Gin 
155 160 165 



531 



ccc cac cgc aac tgc acg gee ctg ggc ctg gee etc att c^g cca ggc 579 
Pro His Arg Asn Cys Thr Ala Leu Gly Leu Ala Leu lie Va\l Pro Gly 
170 175 180 \ 185 

tct tec tec cat gac acc ctg tgc acc age tgc act ggc ttc ccc etc 627 
Ser Ser Ser His Asp Thr Leu Cys Thr Ser Cys Thr Gly Phe Pro Leu 
190 195 200\ 



age acc agg gta cca gga get gag gag tgt gag cgt gee gtc ate gac 
Ser Thr Arg Val Pro Gly Ala Glu Glu Cys Glu Arg Ala Val lie As\ 
205 210 215 



675 



ttt gtg get ttc cag gac ate tec ate aag agg ctg cag egg ctg ctg 
Phe Val Ala Phe Gin Asp lie Ser lie Lys Arg Leu Gin Arg Leu Leu 
220 225 230 



\123 



X-12915 



* 



4 
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FIG. 



(cont ' d . ) 



cag gcc coo gag gcc ccg gag ggc tgg get ccg aca cca agg gcg ggc 
Gin Ala Le\l Glu Ala Pro Glu Gly Trp Ala Pro Thr Pro Arg Ala Gly 
235 \ 240 245 



771 



cgc gcg gcc tts^j cag ctg aag ctg cgt egg egg etc acg gag etc ctg 
Arg Ala Ala Leu. Gin Leu Lys Leu Arg Arg Arg Leu Thr Glu Leu Leu 
250 ' \ 255 260 265 



819 



999 9 C 9 ca 9 9 ac 9<?9 9 C 9 ct 9 ct 9 9 fc 9 c 99 ct 9 ct 9 ca 9 9 C 9 ct 9 C 9 C 
Gly Ala Gin Asp Gly^Ala Leu Leu Val Arg Leu Leu Gin Ala Leu Arg 
270\ 275 280 



867 



gtg gcc agg atg ccc gc 
Val Ala Arg Met Pro Gl} 
285 



ctg gag egg age gtc cgt gag cgc ttc etc 
v Leu Glu Arg Ser Val Arg Glu Arg Phe Leu 
290 295 



915 



cct gtg cac tgatcctggc cc 
Pro Val His 
300 



936 




X-12915 



9 fc 9 9 ca 9 aa aca 
Val Ala Glu Thr 
1 



1/2 
FIG . 4 

jcc acc tac ccc tgg egg gac gca gag aca ggg gag 
Thr Tyr Pro Trp Arg Asp Ala Glu Thr Gly Glu 
10 15 



egg ctg gtg tgc gee 
Arg Leu Val Cys Ala 
20 



tgc ccc cca ggc acc ttt gtg cag egg ccg 
y.n Cys Pro Pro Gly Thr Phe Val Gin Arg Pro 
25 30 




tgc cgc cga gac age cccXacg acg tgt ggc ccg tgt cca ccg cgc cac 
Cys Arg Arg Asp Ser Pro Thr Thr Cys Gly Pro Cys Pro Pro Arg His 
35 \ 40 45 



tac acg cag ttc tgg aac t; 
Tyr Thr Gin Phe Trp Asn Ty] 
50 55 



ctg gag cgc tgc cgc tac tgc aac gtc 
Leu Glu Arg Cys Arg Tyr Cys Asn Val 
60 



etc tgc ggg gag cgt gag gag ge 
Leu Cys Gly Glu Arg Glu Glu Gil 
65 70 



gca egg get tgc cac gee acc cac 
Ala Arg Ala Cys His Ala Thr His 
75 80 



aac cgt gee tgc cgc tgc cgc acc g^rc ttc ttc gcg cac get ggt ttc 
Asn Arg Ala Cys Arg Cys Arg Thr GTy Phe Phe Ala His Ala Gly Phe 
85 \ 90 95 



tgc ttg gag cac gca teg tgt cca cc 
Cys Leu Glu His Ala Ser Cys Pro Pi 
100 1( 



t gee ggc gtg att gee ccg 
l]y Ala Gly Val lie Ala Pro 
110 



48 



96 



144 



192 



240 



288 



336 



ggc acc ccc age cag aac acg cag tgc ca^Vccg tgc ccc cca ggc acc 
Gly Thr Pro Ser Gin Asn Thr Gin Cys GlnVro Cys Pro Pro Gly Thr 
115 120 \ 125 



384 



ttc tea gee age age tec age tea gag cag tgc\cag ccc cac cgc aac 
Phe Ser Ala Ser Ser Ser Ser Ser Glu Gin CysNGln Pro His Arg Asn 
130 135 \4 0 



432 



tgc acg gee ctg ggc ctg gee etc aat gtg cca gg\ 
Cys Thr Ala Leu Gly Leu Ala Leu Asn Val Pro GlV 
145 150 155 



tct tec tec cat 
Ser Ser Ser His 
160 



480 



gac acc ctg tgc acc age tgc act ggc ttc ccc etc ckjc acc agg gta 

Asp Thr Leu Cys Thr Ser Cys Thr Gly Phe Pro Leu sSr Thr Arg Val 

165 170 \ 175 

cca gga get gag gag tgt gag cgt gee gtc ate gac ttt Vftg get ttc 

Pro Gly Ala Glu Glu Cys Glu Arg Ala Val lie Asp Phe Val Ala Phe 

180 185 I9v0 



52 8 



576 



cag gac ate tec ate aag agg ctg cag egg ctg ctg cag gee \ctc gag 
Gin Asp lie Ser lie Lys Arg Leu Gin Arg Leu Leu Gin Ala Deu Glu 
195 200 205 



624 



gee ccg gag ggc tgg get ccg aca cca agg gcg ggc cgc gcg gee 
Ala Pro Glu Gly Trp Ala Pro Thr Pro Arg Ala Gly Arg Ala Ala 
210 215 220 



672 



cag ctg aag ctg cgt egg egg etc acg gag etc ctg ggg gcg cag gac 
Gin Leu Lys Leu Arg Arg Arg Leu Thr Glu Leu Leu Gly Ala Gin Asp 
225 230 235 240 



720 



X-12915 ^ 

2^ CGMl\ 
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FIG. 4 (cont'd.) 

ggg gcg ctg ctg gtg cVg ctg ctg cag gcg ctg cgc gtg gcc agg atg 

Gly Ala Leu Leu Val ArS Leu Leu Gin Ala Leu Arg Val Ala Arg Met 

245 \ 250 255 



768 



ccc ggg ctg gag egg age gfec cgt gag cgc ttc etc cct gtg cac 
Pro Gly Leu Glu Arg Ser VaV Arg Glu Arg Phe Leu Pro Val His 
260 \ 265 270 



813 



tgatcctggc cc 



825 



